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FIG. 3 

Structure representations of GPC 285937, GPC 285985 and GPC 285993 
a) GPC 285937 




b) GPC 285985 




c) GPC 285993 
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MTX-mdbt-Dex b. GPC 285937 
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a. GPC 285937 b. Mtx-mdbt-Dex 
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Difference in yeast colony growth on screening plates 
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FIG. 1 1 

Compound GPC 285985 is CDK2 specific 
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FIG. 13 

GPC761 binds specific to GPC2GPC 285985 
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Fig. 17 
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